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High-dimensional omics data in Freiburg: 
Experimental and statistical experts join forces

July 14, 2009, 2 pm – 4 pm
Hörsaal Augen-/HNO-Klinik, Killianstraße 5
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Schedule
14.00 - 14.10 Martin Schumacher

Data analysis workflows and the role of the FDM in design, obtaining data, 
preprocessing and the statistical analysis

14.10 – 14.35 Clemens Kreutz 
Processing of high-dimensional data for mathematical modeling

14.35 – 15.00 Dietmar Pfeifer, Alla Bulashevska
Core facility II Genomics/ Department of Hematology & Oncology: Omics data
based on Affymetrix GeneChip arrays - from assay to analysis

15.00 – 15.25 Harald Binder 
Statistical techniques for linking high-dimensional molecular data to complex
clinical endpoints

15.25 – 15.50 Thorsten Kurz
Core facility genomics: Versatile genome or transcriptome analyses based on 
quantifiable high-throughput data ascertainment

15.50 – 16.00 Jens Timmer
Discussion: Initiating future collaboration
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• Established in 1994 as a center of competence for scientific data 
analysis and model building at the Albert-Ludwigs University

• Interdisciplinary cooperation between partners from various 
disciplines

• Elaboration of solutions for problems from various fields based on 
methods developed in mathematical statistics and physics.

FDM: Freiburg Center for Data Analysis and Modeling
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Structure of FDM (and scientific members)

• Dynamic processes in life scienes (J. Timmer)

• Medical statistics (M. Schumacher)

• Stochastic processes (H. Lerche, P. Pfaffelhuber, L. Rüschendorf)

• Financial data (E. Eberlein, T. Gehrig)

(and further associated members)
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Relevant projects for today's topic

• Data-based red systems biology
(C. Kreutz, J. Timmer)

• Survival models with high-dimensional data structure
(H. Binder, C. Porzelius, M. Schumacher, J. Timmer)
DFG-Research Unit "Statistical modeling and data analysis in 
clinical epidemiology"
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Workflow

Validation, Clinical usefulness

Study design

Data collection

Data preprocessing

Publication

Statistical analysis
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Contact Persons:

1. Harald Binder   binderh@fdm.uni-freiburg.de
─ preprocessed microarray data
─ risk prediction models for clinical endpoints

2. Clemens Kreutz ckreutz@fdm.uni-freiburg.de
starting in fall at ZBSA ("Core Facility for Data Analysis")
─ molecular biology
─ dynamic modeling


